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[Abstract] Objective To report the analysis of the embryo chromosomes of a family with chromosomal
balanced translocation by preimplantation genetic testing (PGT) based on high throughput sequencing.
The embryo euploidy rate and its mechanism in couples with balanced chromosome translocation was
discussed. Methods In vitro fertilization (IVF), blastocyst cultured and PGT technology based on high-
throughput sequencing were used to analyze the embryo chromosome, and the euploidy rate of the couples
with balanced chromosome translocation was calculated. Results 15 blastocysts were formed by
intracytoplasmic sperm injection (ICSI), and 10 blastocysts were biopsied. According to Garnder
blastocyst grading method, embryo no. 1 was B/4ab, embryo No. 2-7 was B/4bb, embryo No. 8-9 was
B/6bb, and embryo No. 10 was B/ 5bc. The high-throughputsequencing data indicated that there were 6
euploid blastocysts and 4 aneuploid blastocysts. Finally, a euploid blastocyst of B/4bb was transplanted,
and a baby boy was born naturally, weighing 3. 41kg and developing normally. Conclusions PGT
technology based on high-throughput sequencing can accurately screen chromosome euploidy embryos and
effectively avoid abortion and birth defects caused by embryo chromosome abnormalities.
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