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Abstract Objective  To explore the the important influence factor of HR-CGH : chromosomes and
intervals. Methods Use normal male peripheral blood to make high resolution chromosomes, to establish
the criterion of making and selecting chromosomes by analyzing the influence of drop method ,post-fixation
and pre-denaturing. In addition, ten HR-CGH experiments were done and analyzed usng both fixed
threshold and dynamic standard reference intervals. Results  The results of the HR-CGH experiments
using fixed threshold were the same as their karyotype results while afal se positive result 46 ,XX ,dup (15)
(q2.2-2.6) was appeared usng DSRI. Conclusion The background and the spread of chromrsomes as
well as their anti-denatured ability were the key points of HR-CGH experiment. Unlike DSRI, Fixed
threshold could be used in al labs without the limitation of population.
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