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Factors affecting the success rate of the non-invasive prenatal testing redraw and retest due to a low fetal
fraction
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[Abstract] Objective This study was performed to investigate the factors associated with a successful
redraw and retest in these women with initial no-call results due to a low fetal fraction. Methods We
retrospectively analyzed the data of 157 women who underwent a second blood draw and retest with initial
no-call results due to a low fetal fraction from 2018 to 2020 in our center. Results Among the 45 500
women who underwent NIPT, low fetal fraction was reported as the cause of NIPT failure in 157 women
who perform a second blood draw and retest. 94 (59. 87%) women with a successful result and 63 (40. 13%)
women still receive an unsuccessful result (no-call results). The final failure rate was 0. 138% (63/45.,
500). Comparison between two groups showed a significant difference in both the first test fetal fraction
and redraw gestational age. The probability of obtaining a successful result with a second blood draw and
retest increases with higher first test fetal fraction(>>3%) and redraw gestational age (>>19). Conclusions
A second blood draw can reduces failure rate due to a low fetal fraction. The first test fetal fraction and

redraw gestational age are two major factors associated with a successful NIPT retest. This should aid in
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the counseling of women who faced with the choice of second blood redraw and retest ,other screening, or

an invasive diagnostic test.
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