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[Abstract] Objective To investigate the SNP rs139790545 polymorphism in WNT7A gene and its
relationship with non obstructive azoospermia in Han population. Methods 47 cases of Han patients with
non obstructive azoospermia were selected as non obstructive azoospermia group and 25 healthy volunteers
were selected as control group. Venous blood samples were collected and DNA was extracted by
chlorophenol form extraction. Genotype and allele frequency at SPNrs139790545 in WNT7A gene were
detected by real-time quantitative PCR, polymorphism of SNP rs139790545 and its relationship with non
obstructive azoospermia in Han nationality were analyzed. Results Observed values at rs139790545
genotype had good agreement with expected values, and according to hardy Weinberg equilibrium law (P
>>0.05). Frequencies of AA genotype and A allele were higher in non obstructive azoospermia patients
than in Healthy volunteers. rs139790545 AA genotype may increase risk of non obstructive azoospermia in

Han men (or=2. 842, 95% CI =1. 776-3. 988, P<C0. 05). Conclusion Rs139790545 polymorphism in
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WNT7A gene may be associated with the development of non obstructive azoospermia in Han men. AA

genotype may increase the risk of non obstructive azoospermia in Han men.
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