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Non-invasive Prenatal Genetic Diagnosis of A Case of Turner Syndrome and Literature Review
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[Abstract]  Objective To discuss the diagnostic methods of fetal Turner syndrome. Method A
combination of ultrasound findings, massively parallel genomic sequencing technique, chromosomal
karyotype analysis to detect fetal Turner syndrome. Results sequencing outcome and karyotype analysis
come to consistently ,showing fetal karyotype 45,X0. Detailed examination of the fetal after induced labor

in vitro confirmed ultrasound findings. Conclusions Non-invasive prenatal detection of fetal chromosomal

abnormalities by massively parallel DNA sequencing of cell-free fetal DNA from maternal blood is feasible.
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