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[Abstract] Objective The results of array based comparative genomic hybridization (aCGH) in our hospital

were retrospectively analyzed. Method ~Genomic copy number variation analysis (CNV) was performed in 5091

cases that were detected by aCGH from March 2016 to January 2013.

genis syndrome(17pl1. 2 microdeletion) and 5

Results 3 cases were detected Smith-Ma-

cases were detected Potocki-Lupski syndrome(17pl1. 2 microdu-

plication). 1 case of Smith-Magenis syndrome and 2 cases of Potocki-Lupski syndrome were prenatal diagnosis ca-

ses. Conclusions aCGH is effectively to detect 17pl1. 2 microdeletion microduplication, it can help to improve

the clinical diagnostic rate and reduce missed diagnosis. The application of aCGH in prenatal diagnosis can reduce

the birth rate of children with disease.
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