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[ Abstract] Objective To investigate the accuracy and applicability of noninvasive prenatal genetic testing
for chromosome abnormalities in prenatal screening. Method From April 2015 to April 2017, a total of
471 pregnant women with abnormal NIPT results were recruited in our center . Amniocentesis or cordo-
centesis were suggested to pregnant women with abnormal NIPT results. Results (D471 cases of pregnant
women with abnormal NIPT results, including Trisomy 21 in 232 cases; Trisomyl8 in 83 cases; Trisomy
13 in 45 cases; sex chromosome abnormalities in 77 cases; other chromosomal abnormalities in 34 cases,
False positive rates of NIPT for trisomy 21/18/13 and sex chromosomal abnormalities were 7. 3% .
25.3%.51. 1% .51. 9%, respectively; 91. 2% for other chromosomal abnormalities . @ 81 cases of fetal
with normal karyotype analysis results underwent chromosome microarray analysis (CMA) , and 4 cases
of abnormalities detected, the positive rate was 4. 9%. Conclusions NIPT has high sensitivity and speci-
ficity for screening fetal chromosome abnormalities, however, false positive results mean that amniotic flu-

id/umbilical cord blood examinations were still needed.
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