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[Abstract] Objective To analysis the outside allelic ladder (OL) phenomenon of Penta D locus and
calculate/name its genotyping in paternity testing of Guangdong Han population. Methods Sample DNA
was extracted using Chelex-100 method, genotype of STR loci were determined and analyzed by
PowerPlex®21 multiplex fluorescent PCR amplification and capillary electrophoresis. Results Father and
child were detected OL allele in the Penta D locus in a two-parent triad. After calculation, the genotype of
the OL allele was 21, which was not in the range of Allelic Ladder of Penta D locus as a new rare allele.
Conclusion The OL rare allele 21 of Penta D locus was distributed in Guangdong Han population. The
identification and typing calculation/nomenclature of rare alleles have important scientific significance for
improving the ability of this locus in paternity testing and individual identification.
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