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[ Abstract] Objective Determine the genetic information and development of two fetuses and provide the
basis for prenatal diagnosis. Method Fetal shedding epithelial cells was obtained by amniocentesis. Chro-
mosome karyotype analysis, SNP array and FISH were performed in the fetuses. The development of two
fetuses was evaluated by ultrasound. At the same time, the peripheral blood coming from the parents of
two fetuses, the son and the parents of the pregnant woman were collected for chromosome karyotype a-
nalysis and SNP array analysis. About 29 weeks of gestation, the woman took fetal ultrasound examina-
tion systematically and roundly. Results Karyotype analysis suggests two fetuses have a derivative chro-
mosome 4, SNP array suggests two fetuses have trisomy 7 ql1. 23 g21. 3, FISH suggests that 7qll.
23q21. 3 insert in chromosomes 4 long arms, which generates derivative chromosome 4. In the peripheral
blood detection, we found that the pregnant woman, her son and her mother were all carriers of trisomy
7ql1.23q21. 3. However, all these carriers are normal. Ultrasound examination demonstrated two fetuses
both had ventricular septal defect at 29 weeks of gestation. Conclusions The trisomy 7qll. 23q21. 3 of
two fetuses is inherited from their mother, and the carriers in the family all have normal phenotype, indi-
cating that two fetuses have the probability of normal phenotype is very high. Due to the causes of ventric-

ular septal defect are complex, we are not sure that ventricular septal defect is associated with trisomy 7
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qll. 23 g21. 3. Basing on the small defect and the mature operation, we recommend that pregnant woman

could continue her pregnancy, and take ultrasound examinations regularly to observe two fetuses.

[Key words] prenatal diagnosis; VSD; SNP array; FISH; trisomy 7ql1. 23q21. 3
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