¥
i

Crpr [ ™ RiI2 W 2% 3 (L 7 JO) )

BL T E R A BEHE SN e X 2R A1k
7 I U A 52 AR Y 3 57

ik NHKE O LE T Bt
(Pt BE R R A B I8 TR M BE B A2 58 5 a8 A% ol Y950 TR

Z4r
215002)

GEEY B @43 Mtk X 44 14E FMRL LR CGG A i nd b 72 5l 46 0 3 A 05 3k F2E F
ABER I . ik SRAYEOE PCREXS 356 44 22 BT/ /i FMR1 £ CGG EA KM, &R A
T Al A CGG B A HUNT 130 5 . 38 275 H(77. 25 %) BN Ik 45 R WR o 2 4l 48R H
Fe A RIFER AL Wl BIHRS T . 81 B (22. 75 YO (XL B —dH U 4R IR T RE M Al A T, T BB CGG A %
BT 130 WA F . SEiE BT 900k PCR AR A L IG IR B AT 52 BE 8026 2421 FMR1 3 CGG &
S BOR i PR3 1) 5 TR0 % 9 197 1) T 4 32 i LA b R B

[8RY Motk X kg A0 FMR BEP ;72 i 00 5 55 56 58 4 W 5% 2

[hES%£E)Y R715.5 [ #ktRiIREB] A

[ Abstract] Objective To establish an assay for detecting CGG repeats in FMRI1 gene efficiently, and as-

certain this assay as tools for population-based screening. Method 365 pregnancies in routine prenatal
screening were recruited for genotyping by using fluorescence polymerase chain reaction (F-PCR). Results
The F-PCR accurately detected permutation alleles up to 130 CGG repeats. 77.25% of the 365 pregnant
women enrolled in routine prenatal screening were carrying heterozygous alleles. Because of the limitation
of the approach, 22.75% of the samples with single peak in electrophoresis can not be diagnosed. Conclu-
sions The F-PCR assay developed in this study was a reliable and efficient first-step approach for fragile X
syndrome in clinical testing and for prenatal purpose, but for those carrying up to 130 repeats and homozy-
gous individuals further tests are needed.
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