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Analysis of the clinical features of neonatal congenital cytomegalovirus infection based on real — time QF —
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[Abstract] Objective Study on the relationship between HCMV-DNA load and clinical symptoms of
neonates with congenital cytomegalovirus infection. Methods A retrospective study was conducted on
newborns admitted to the Department of Neonatal Pediatrics of Guangdong Maternal and Child Health
Hospital from January 2016 to December 2018. Real-time fluorescence quantitative PCR was used to
detect HCMV-DNA in 75 cases of congenital HCMYV infection. The relationship between neonatal HCMV-
DNA load and clinical characteristics, hearing test and disease outcome was analyzed. Results The
common clinical manifestations of 75 newborns with HCMV congenital infection included jaundice (57 %) ,
pneumonia (74.7%), anemia (42. 6% ) and intracranial hemorrhage (36 % ). Among them, 55 cases were
newborns and 20 cases were premature infants. There was significant difference in anemia and

subependymal cyst between the two groups. The average value of HCMV-DNA in the urine of 75 infected
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newborns was 1. 79X 10’ copies/ml (5. 1X10* ~2. 5X 10" copies/ml, of which 56% (42) of the HCMV-

DNA was between 5. 0X 10 ~9. 9X10*copies/ml. 18.6% (14) of HCMV-DNA is between 1. 0 X 10° ~

9.9X 10%, 25.3% (19) >9. 9 X 10°copies/ml. By analyzing the value of HCMV-DNA and clinical

symptoms, it was found that the HCMV-DNA of 24 anemic newborns (==1. 0 X 10°copies/ml) was

significantly higher than that of 18 non-anemic newborns (< 1. 0X10°copies/ml). Conclusions The main

clinical manifestations of neonatal congenital HCMYV infection are jaundice, pneumonia, anemia,

pneumonia and intracranial hemorrhage. Urinary HCMV-DNA should be detected in time to provide the

basis for diagnosis and treatment of ganciclovir antiviral therapy.
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