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[Abstract]  Aneuploidies are a series of syndromes caused by chromosomal numeric abnormality.
Termination of pregnancy after prenatal diagnosis, as a feasible treatment, is clinically applied to prevent
the birth of affected offsprings, due to the lack of effective therapy for such diseases. Karyotyping has
been the gold standard for diagnosis of such diseases for decades, but cell culture is a laborious and time-
consuming procedure. Recently, therapid diagnosis for aneuploidies using PCR-based techniques has been
developed. Low cost, high efficiency and rapid are their main advantages. In this review, we will discuss
the clinical applications and propects of PCR-based qualitative, semi-quantitative and quantitative

techniques in the prenatal diagnosis of aneuploidy.
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