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[Abstract] Objective To analyze the value of short tandem repeat (STR) in prenatal diagnosis of
chromosomal mosaicism. Methods 34 cases with sex chromosome mosaicism detected by STR or
chromosome microarray analysis (CMA) in Prenatal Diagnosis Center of Guangzhou maternal and Children
Health Care Hospital from January 2018 to May 2020 were selected as the study object. Then we
compared the two methods of the detection results. Results The main sex chromosome mosaicism of the
34 cases were 45,X/46,XX and 45,X/46,XY, and the CMA results of sex chromosome mosaicism were
25(73.53%). Conclusion STR is an important test for prenatal diagnosis of chromosomal mosaicism.
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