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Distribution of the folate metabolism gene polymorphism in women of childbearing age

Chen Yanbing . Liang Jie, Zhang Yanxia

Guangdong Women and Children Health Care Hospital , Guangzhou 511440 , Guangdong , China
[Abstract] Objective is to use genetic detection technology, investigate the distribution of the folate
metabolism gene polymorphism in women of childbearing age in Guangdong, select high-risk group of
individuals where the body cannot use folic acid efficiently, and provide scientific and theoretical guidance
for women’ s folic acid supplementation strategies. Methods is to select a research sample of 5386
childbearing age women, and to detect folate metabolism gene polymorphism related to
methylenetetrahydrofolate reductase (MTHFR) using DNA extraction and multiplex ligation-dependent
probe amplification (MLPA) detection technique. Results shows that the genotype frequencies of CC, CT
and TT at MTHFR 677 loci were 53. 5%, 37.4%, 9. 1% respectively, and the genotype frequencies of
AA, AC and CC at MTHFR 1298 loci were 59.7% , 35.1% , 5. 2% respectively. Conclusion is that the
detection of gene loci of MTHFR can be used to successfully select high-risk group with the deficiency of
using folic acid, and provide scientific and quatitative guidance for their folic acid supplement strategies.
[Key words] Folic acid deficiency; Methylenetetrahydrofolate reductase ( MTHFR); Polymorphism;

Genetic; Methionine synthase reductase
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