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Hematological features of CD37 (TGG—TAG) mutation of B-thalassemia in Chinese
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[ Abstract] Objective To analyze the hematological features of Chinese people with CD37 (TGG—>TAG)
mutation and to offer advice for thalassemia diagnosis and genetic counseling. Methods Liquid chip
method and gene sequencing were used to determine the genotypes of the samples which suspected of -
thalassemia. A retrospective analysis of hematological features for the cases with CD37 (TGG— TAG)
mutation was reviewed. Results Twelve cases were identified as heterozygote for CD37 (TGG—TAG)
mutation, including one case co-inherited with Southern Asian o-thalassemia deletion (—***/qa). No
homozygous cases were detected. Conclusion Patients with CD37 (TGG—TAG) mutation are associated
with a phenotype of [’-thalassemia. Most of the heterozygote presented with mild anemia or
asymptomatic. Only rare cases have features of intermedia phenotype. The presence of (—%*/qa)
mutation in a heterozygous individual could not ameliorate the clinical symptoms.
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