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Outcome of Twin-Pregnancy
Chen Min-ling » Fang Qun" . Zhuang Guang-lun. Luo Yan-min, Chen Bao-jiang . He Zhi-ming . Chen
Yun-hong , Chen Yong-zhen.
(Fetal Medicine Center , Department o f Obstetrics and Gynecology , First Af filiated Hospital . Sun Yat-
sen University , Guangzhou 510080 , China)
[Abstract]  Objective To investigate the relationship between the HLA-G 14bp deletion/insertion
polymorphism in exon 8 and outcome of twin-pregnancy. Methods 125 sets of twins from November 2003
to Decermber 2005 were recruited and the outcome of the pregnancy were followed up. The polymeric
chain reaction/sequence specific primer (PCR-SSP) technique was applied to determine the placental HLA-
G 14bp deletion/insertion polymorphism in exon 8, the gene sequences were aligned and analyzed. Results
@ 125 sets of twins cases was grouped by the frequencies of 14+ bp allele, 0 frequecncy group(14-bp/
14-bp and 14-bp/14-bp geneotype) 47 sets(37.6%),1 frequecncy group(14-bp/14+ bp and 14-bp/14-bp
geneotype) 21 sets(16. 8% ), 2 frequecncy group(14-bp/14-+bp,14-bp/14+bp or 14+ bp/14+bp,14-bp/
14-bp geneotype) 44 sets(35. 2%),3 frequecncy group (14 + bp/14+ bp and 14 + bp/14-bp geneotype) 7
sets(5.6%) ,4 frequecncy group(14+bp/14+ bp and 14+ bp/14 + bp geneotype) 6 sets (4. 8%), @ In
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the twin cases complicated of preeclampsia, the frequencies of 14+ bp allele significantly increased (95%

CI . 0.189~0.288, P<C0.05). @ There was no statistical significant difference of the placental HLA-G

14bp polymorphism genotype in exon 8 among the other complicate groups (premature labour, twin-twin

transfusion syndrome and discordant twin, et al. ) (P>>0. 05). Conclusion

The frequencies of 14 + bp

allele in twin-pregnancy may have influence on the development of preeclampsia, and might not associated

with the risk of the other complicated twins.
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1.2.2 PCR¥ ¥ HLAG % 842 FHAR S MW
SCHRE T 19 Hh K 3% AR EARAE A /A B T
¥4 F : GE14 HLA-G.5-GTG ATG GGC TGT
TTA AAG TGT CAC C-3';RHG4 :5'-GGA AGG
AAT GCA GTT CAG CAT GA-3';B-actin B ¥ th
A T Y TREARRS ARAAG RS -
GTG GGG CGC CCC AGG CAC CA - 3';5 -
GTC CTT AAT GTC ACG CAC GAT TTC - 3,
P32 548 bp., PCR WK FR N 50 pl., Hif
4 DNA 500 ng,10 X PCR Wik 5 pL,10 U/pL
Taq M ( TaKaRa 7~ #) 0. 5 pL, 10 mmol/ L
dNTPs 4pL,10 pmol/ L F F#F51#¥ 4 1L, PCR
RS At H:94 °C 5 min B M, 94 °C 30 5,58 °C
50 .72 °C 60 s, fE¥F 35 Y. 4EfH 72 “C 10 min,
1.2.3 PCR¥ 3 =Hegbik O EFEAFENREH
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B R AL A5 min; @ e i B Yk 28 v B
IXTBE HLyKZE i 1 000 ml, 23 31m A S T ik
b K B g AR A R UK e SR A H KO 5
© HLYK « 7N B 7 o 7 B 8 b 3 b e i R AL
B PCR 7249 10 ploin A EAEGE v 2 RS
T WU K TR 45 YRI5 ) 46 4 1 8 00 58 V4 4 Tk
BERE Y EAEFL R 3 B YK 100 V10 min, 60 V.
HLVK 6 /N 5 © R 4 48 75 700 3 F% 407 B R ) A 4
WK, T s @ 2 H A IR AR Y 0, [ < 0 T Uk
R A 5 T ) 30 B AR TR 1] T 3 B A T A VR
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o 5 0 5 B B AR 40 9 BT A2 30 mins B K 28 1 K
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OD280=1. 6 ~2. 0. DNA ¥ # 33k . PCR /=¥
10 ng/pL; @ ¥ PCR [, AL Master Mix J5 7
PAEFFL GeneAmp PCR 9600 | 47 DNA §- 1 .

SRR
DNA(200 ng/pl) 1pl

BigDye Mix 8 uL
Primer(3. 2pmol/pL) 1 pl
KB FIK 10 pL
SRR 20 pL

2R S Se AT 98 °C 2 min WiAS M, P HEST
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FL KR fil T T RO M L AR B R SRR R T B RE R
A 12 pL 9 Hi-Di Formamides 4% 5 4048 AL K.
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WA 14+bp S A EHH A LA E XM HEIRE R
Wk F Lk 2),

HoAts N BFA FFRE AL« T R Lt/ AR 2
PRSI A5 AT 2 A3 T WA K G 250U i il 25
BIESWGRIEH 2 G -8 B EHE LR (P
0. 05) , 31X 5 B 40 BOSUIR BURR R 5 P — s B e
Ko HRABIHES WA ZE LN -BILX, 24
JiG L3k PR AY oy A Y X G it 25 R T8 (P >
0.05). 2 JIff 14+ bp %7 A H BB 7E 3T
i AT ARG A M 2 R, H & Ridic £ 50 E 52
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A I R AT BEAS [R) S 0 DA 98 B R T o 4y 2 R
P 51 0 36 5 UG 2 TR 23 20 48 3 2 7 L I
R0 ke 4y 28 A8 & B CMH (Cochran-
Mantel-Haenszel) ¥ #E 47 73 #r 5 1% 22 14 28 5 >k H B
J5 25 AT o . P A it 2 Ry A8 &5
FIRATH (P=0.0002),

R 1 R RE R ADBUIG 4 Yk 5 FAE HE S (n)

WU 2 I — 2l

AU 2 A — Bl

A S S RS n T EIE A R R n
(47 %) (36 %) (6 %) (89 %) (21 %) (8 %) (7 %) (36 %)
ERCLIEL] 1 7 2 10 1 3 2 6
LS
<32 3 4 3 10 2 0 0 2
<37 A 25 24 1 50 9 6 4 19
Jify R 3 6 0 9 4 0 1 5
i 4 5 0 1 0 1 0 0 0 0
A A 0 3 0 3 0 1 0 1
FoKg £ 4 6 1 11 0 0 0 0
Y R o 4 10 0 14 2 1 0 3
HAb ARG I AE 2 2 0 4 1 1 0 2
775 i 5 2 0 7 0 2 0 2
XU i L 27 45 AE THI 4 5 1 10 0 0 0 0
B 40 30 4 74 17 8 7 32
T A S Bk A . - S P=0.033,JHJ: P=0. 035
F 20 WG 14-+bp 075 SRS BUIR L IR A5 R A OC R [n(20) ]
Pl 14+ bp 4547 5 5400 %L
0 1 2 3 4 UG X 5L
47(37.6%) 21(16.8%) 44(35.2%0) 7(5.6%.) 6(4.8%) 125
T T - 1(6.3) 1¢6.3) 10(62. 5) 2(12.5) 2(12.5) 16
L
<32 3(25.0) 2(16.7) 4(33.3) 0 3(33.3) 12
<37 4 25(36.2) 9(13.0) 30(43.4) 4(5.8) 1(1.4) 69
i P 3(21.4) 4(28.6) 6(42.9) (7.1 0 14
iR 0 0 1(100. 0) 0 0 1
GINERIE:S 0 0 4(100. 0) 0 0 4
LS ST 4(36.4) 0 6(54.5) 0 1¢9. 1) 11
R 4(23.5) 2(11.8) 11(64.7) 0 0 17
HoA ARG HE 2(33.3) 1(4.8) 3(6.8) 0 0 6
7 5(55. 6) 0 444, 4) 0 0 9
XU i 45 A AE 4(40.0) 0 5(50.0) 0 1(10.0) 10
e 40(37.8) 17(16.0) 38(35. 8) 7(6.6) 4(3.8) 106

e AR BER AR P=0. 0009
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IEH ) RETN 32 % UIAE G . A 20 tE4d 50 4F AR
%% Medawer S48 3 i LN 28 546 5% 48 9 1) #E
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ot P 0 R D X R R 1 R LT IR R 97 far X 4
WRE5 /A — o WRZ I . MOG TR 2 8 PR i ik 5
% BG4 R A L3 26 56 TR 1) 22 265 1 X 4 iR 245 )
AP AE S QR LG TL-1 F5 532 AR5 2 45 Jk
BRI (ILIRN x 2) (14 S350 5 SR A& A= i 1S A OGS
H @ E B JLFET- %, #5561 )L Fas JEH
e sh T LA 670 A A—>G YT R % AR
(TNFRSF6), W X g & 4 Kk & A G &5 6%
(PPROMD () JL % I 3 T 3 mY . 3R 4 Ik
HLA-G 55 8 4MiF 2 1 5 U YR 45 J5y AH 5 1 iFF 52
SRR SUR IR B 38 A AT A DA G HRGE
JEMEAG R Y )

3.3 HLA-GZE 8B FHEEL KK L Xk # Ik
A FHIE M X R SCERARGE BUR AT OR A 9 R AT &
AR 11 8% ~ 3745 GRS RMAFF . TR
BT 1) 2% 26 55 TR 45 10 % 440 M 42 1ok ) B A A 56 L 4
WA - 22400 % 1 A0 oAk Dk A G 37 2 b 3 A
RAVEACH R MR bRy HLA-G T 4 )8 iR
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