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B 2 B O S 2R A B T B

R 2 BN 2R 35t A% 5 A A 382 A% S T, R [ /Y
AT SR AH A B A R R B . AR Y AL R
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TE VAl — TIURS I 1) 23 At 802 I 38 5 22 2% jE 5L T A
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uﬂﬂﬂ 3

R BRI RSO Y 32 BT A 98 e

LAllEEE Ay

7E S

R ALE (sensitivity)

i 55 M (specificity)

BH 1 75 0 {2 ( positive predictive value, PPV)
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NI E S B R B . A4S b B AR
(8 R S BN T RS SRR JEE
2.3 WE RS G PR S R R A R I AT A Y K
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(5L 8 0 5 1% L W PR 445 R 99 f91) 55 F BRI RT L A 1
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GEURES R 1E Ry U8 112 W 9 G A o Al NIPT Xof
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PSR 55 46 5

2T cIDNA W7 i) NIPT A6 00 J5 75 o 4R 48 A6 )
H s XL, 53y ZE R 41 S AR 407 . B fr DNA f
Bl Ay, A S SNP Y . Hj 2 kAL 2
5L TR NBE B E TAE, PE4L T NIPT (4
R RS W S )7 VA R B R 0 e R AN
W SR AT 4G 0 7 95 NIPT X T L e (o {4
g T Ny I = W S = (17 NP v S S
P, B, Zhang AEHUXE 146 958 I RE A K
I L X J5 B AMEIZ W2 R 1 43 B LA SO i LS AR
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0.05% , FH TR K 76. 6% 5 T13 ff {5 PH 1 38 Ky
0.04% , BHM: M E A 32. 84 % ., Norton ZE- £ %f
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9020 LA B2 100 % 5 45 5 ¥ 43 51 2 99. 9%, 10000 5
100 % s BB PE 243 30k 0. 1%.,0% 5 0% ; PPV 43
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X fEAR A ANREIT R . BEE NIPT &% 50 55 IE A7 58 A
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TR (R S0 /)N W PR35 179 2% T 4 b FL AT 5 3 3 T
PEo AR NIPT 567 &5 IE & A5 5 45 HAth o e
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997081 EL B /997081 & B 1 NPV=100%

(a) A ORAR(T21 KR FHL1/100075)

99 EFH /11961 &1 BH T PPV=83%
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AT BT

LA BT 38 1% 212 W7 (PGD) 5 /1 AR 38t 1% % i
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HAH I 5 24 iy o 2 DA A e R AR AR A A F2E
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Ao e 2 (A R B A AR 5 AP oy . B WL 6
IR B GRS 5 B AV o by A, WGS 5
SNParray P #h 7 45 R 58 2 4F G s % T 1 61 1
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995 25 AN B 1) 9 91 » SR FH 4 35 TR A 0 43 A 5 18 i
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A5 U A 5 A% O A 1 — S 4R X s A e 1
Be— M T R AR R Oy TR %0 TR I R AR P Y
KA RJNZEBE R AT 5E B9 07 1% L TR TR PR e A
TE AT 2 0 b o AT KU AL RIS 7 46 5
B T A REAAR Y 38t £ 55 B A2 100 H 4R T 20 4D 60 4F
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TSD) i fifi A5 2 5 — > R GR35 4 & i A U H .
TSD S 3 Y (R B8 720 - 2200 30 AF A9 55 1
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1545 15 717 O A AT LR 3 AR E AR R
SRR Y R R N E BT A S B T L L Q)
SR I RAEAR BN 7 55 @ H R A B 1Y
B AL R 225 @ HoAg T 2 A9 A 5 155 @ H AR ¥R
i 1T ABERT P T2 W @ 7T DL ATt fe & i) . RBU%
S A M OCHE S 8, Tl PR A X R
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JER T A . AR R BE R BB 278 75 A 5 E B 17
H ) S 2 i 0T A O v R W S B L i
Bt o 53 e s A SR O 10 DR 3R 458 S 6 P O 4R AR R R
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4 B — g o — A6z I 7 X BT LR R A DR HE
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