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[Abstract] Objective To screen the differential expression of microRNA in placenta of pregnant women
with severe preeclampsia and normal pregnant women in Yunnan and explore the relationship between mi-
croRNA and pathogenesis of severe preeclampsia. Method Total RNA was extracted from placentas of 3
severe preeclampsia patients and 3 normal pregnant women. The small RNA Sample Pre Kit library was
constructed and sequenced by HiSeq. The differentially expressed microRNAs were analyzed by bioinfor-
matics such as differential analysis, target gene prediction and target gene annotation. Results By compa-
ring the microRNA expression profiles of the experimental group and the control group, 41 differentially
expressed microRNAs were screened out, of which 22 were up-regulated and 19 down-regulated. The 20
most significant analysis results of KEGG enrichment showed that the candidate target gene enrichment
pathway was associated with Rapl signaling pathway, estrogen signaling pathway, focal adhesion, Fc-
gamma R-mediated phagocytosis, signal pathway regulating stem cell pluripotency, calcium signaling
pathway, TRP pathway regulated by inflammatory mediators, and Ras signaling pathway. The TGF- beta
signaling pathway is mediated by inflammatory mediators. Conclusions Differentially expressed microR-
NA in placenta of preeclampsia women may be related to the pathogenesis of severe preeclampsia. Differ-

entially expressed microRNA in placenta may provide a basis for exploring new diagnostic markers and po-
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tential therapeutic targets for severe preeclampsia.
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