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Analysis of missed abortion frequency and age based on copy number variation sequencing (CNV-Seq)

Chen Huiying » Fan Shushu” , Xu Jing, Zeng Dan, Miao Shuhong , Long Mei, Wang Cheng , Lin Li,
Jiang Meimei

(Reproductive genetics center of North Guangdong People’s Hospital , Shaoguan, Guangdong 512000 , China)
[Abstract] Objective To detect the chromosome of missed abortion (villi/fetal tissue) by copy number
variation sequencing (CNV-Seq). and to explore the relationship between chromosome abnormalities of
fetal villi/tissue and the frequency and age of missed abortion. Methods Using CNV-Seq technique, 208
missed abortions (villi/fetal tissue) from February 2019 to February 2021 in the Department of Obstetrics
and Gynecology of the People” s Hospital of Northern Guangdong were examined for chromosomes.
According to the number of abortions and the age of abortion: 76 cases of first missed abortion and 127
cases of =2 missed abortions; The age of abortion was less than 35 years in 151 cases and —>35 years in 52
cases. The chromosome abnormalities of different abortion times and different age groups were analyzed.
Results 203 of 208 missed abortion samples were successfully detected, and the success rate was

97.60%. The detection rate of chromosome abnormality was 107 cases (52.71%); Among them, there
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were 40 cases of chromosomal abnormalities in the first missed abortion (52. 63%), 67 cases of
chromosomal abnormalities in =2 missed abortions (52. 75%), 70 cases of chromosomal abnormalities
under 35 years old (46. 36 %), and 37 cases of chromosomal abnormalities =35 years old (71.15). There
was no significant difference in the chromosome abnormality rate between the first missed abortion and =
2 missed abortions (%* =0. 00, P=1.00), and there was significant difference in the chromosome
abnormality rate between missed abortions under 35 years old and —=35 years old (XZ = 9.54, P=0.00).
Conclusion CNV-Seq technology is helpful to find out the genetic causes of missed abortion and is of great
significance to the guidance of reproduction. Chromosome abnormality is the main cause of missed
abortion. The incidence of chromosome abnormality in recurrent abortion has not increased significantly,
and the incidence of chromosome abnormality in missed abortion has increased significantly in old age.
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