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Analysis on report results of genetic testing for thalassemia in 2492 pregnant women in Dehong Prefecture,
Yunnan Province.

Yan Linxia' ,Peng Cheng®, Xu Fang', Wang Yujie', Gao Yulan', Wu Han', Chen Zhiqing’"

(1. The People’ s Hospital of Dehong, Yunnan Dehong 6784003 2. School of Agriculture and
Biotechnology ., Sun Yat-sen University ,Guangdong Shenzhen 518000 ; 3. Shanghai First Maternity and
Infant Hospital , Shanghai 201204 , China)

[ Abstract ] Objective  This study analyzed the common gene mutations and ethnic distribution
characteristics of the Han, Dai, Jingpo, Deang, and Achang ethnic groups in Dehong Prefecture, Yunnan
Province. Methods Utilizing the second-generation high-throughput genome sequencing library
construction operation process, the « and B thalassemia genes of pregnant women from various ethnic
groups in Dehong Prefecture were detected. Results Among the 2,492 census samples, 514 positive
samples were identified, yielding a total thalassemia gene carrier rate of 20. 626 %. The Dai ethnic group
had the highest rate at 45.641%, followed by the Achang (43. 396%), Jingpo (34. 780%), and Han
(11.196%). A total of 182 cases of Bthalassemia were detected, primarily B~ Hb E beta+ heterozygous
CD26 (G>A) mutations, with a carrier rate of 5. 016% (98 cases). However, B'/p and B'/B" patients

exhibited more severe clinical anemia symptoms, and the Dai ethnic group had the highest detection rate of
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g’ carriers. The main types were Codon 17 (A>>T) beta heterozygotes and Codon 41/42 (-TTCT) beta

heterozygotes. Among 182 cases of fthalassemia, there were 30 cases of all types of B’ thalassemia,

accounting for 16. 483 %. Conclusion

The genetic types of thalassemia are complex and diverse. The

carrier rates among the Dai, Achang, and Jingpo populations in Dehong Prefecture are higher than those of

other ethnic groups. Genetic counseling during pregnancy is essential to reduce the incidence of severe

thalassemia, which is crucial for the prevention and intervention of birth defects in Yunnan Province.
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